Escherichia coli bacteria and their infecting bacteriophage exist within the gut. Here, we present the complete genome of Schulenberg, an E. coli siphophage similar to phages of the subfamily Guernseyvirinae. Schulenberg encodes 85 proteins, 33 of which have predicted functions.
predicted to be packaged by a headful mechanism using PhageTerm (20) . Schulenberg has 85 predicted protein-coding genes, 33 of which have a predicted function, no identifiable tRNA genes, a coding density of 94.8%, and a GϩC content of 49.9%. The most closely related phage to Schulenberg is Escherichia phage VB_EcoS-Golestan (GenBank accession number MG099933) within the subfamily Guernseyvirinae, with 67.63% nucleotide similarity and 58 similar proteins (21) . Unlike other phages in the Guernseyvirinae subfamily, Schulenberg contains no detectable inteins, but it carries two freestanding HNH endonucleases (NCBI accession numbers QEG06793 and QEG06824). A superinfection immunity protein (NCBI accession number QEG06814) with similarity to the Escherichia phage T4 Imm protein (NCBI accession number NP_049660) was also found. The Schulenberg holin/antiholin pair (NCBI accession numbers QEG06859 and QEG06860) and endolysin (NCBI accession number QEG06861) are genetically separate from the partially overlapping i-spanin/o-spanin (NCBI accession numbers QEG06797 and QEG06798).
Data availability. The genome sequence and associated data for phage Schulenberg have been deposited under GenBank accession number MK931438, BioProject accession number PRJNA222858, SRA accession number SRR8892142, and BioSample accession number SAMN11408657.
